Table S1 Statistics of sequencing production and mapping ratio

Sample Raw reads Clean Q20 (%) Q30(%) GC (%) Mapping
name reads ratio

CG24hl 17,238,589 16,934,502 97.43 93.54 67.10 98.05%
CG24h2 17,374,904 17,060,331 97.59 93.61 66.77 98.30%
CG24h3 17,416,847 17,081,303 97.31 93.21 67.00 98.07%
CG84hl 17,154,703 16,850,616 97.55 93.46 67.30 98.09%
CG84h2 17,196,646 16,871,587 97.39 93.40 67.28 97.73%
CG84h3 17,374,904 17,039,360 97.38 93.39 67.17 98.23%
EG24hl 17,133,731 16,829,644 97.57 93.70 66.90 98.32%
EG24h2 17,249,075 17,249,075 97.94 93.82 66.84 98.56%
EG24h3 17,427,333 17,112,760 97.49 93.50 66.93 98.33%
EG84hl 17,186,160 16,965,959 98.10 93.99 66.27 98.17%
EG84h2 17,280,532 17,039,360 97.97 93.97 66.67 97.62%
EG84h3 17,353,932 17,039,360 97.48 93.66 66.90 97.70%




